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Wound healing problems are a major cause of morbidity

for gender-affirming surgery (GAS) patients. Prior studies

have shown sex differences in wound healing may exist.

We hypothesized exogenous testosterone

supplementation may impair post-GAS wound healing

and developed a novel model to investigate this

phenomenon.

Background Methods Quantitaive findigs

We developed a novel model of the GAS hormonal milieu

to study effects of exogenous testosterone on wound

healing.

Conclusion

Mice were randomized based on hormone regimen and

gonadectomy (OVX). Gonadectomy or sham occurred on

POD0 and mice were assigned to no-T (-T), mono- or bi-

weekly (T/2T) testosterone groups. Dorsal splinted

wounding occurred on POD14 and harvest on POD21.

Serum T levels were quantified with mass-spectrometry.

Wound tissue underwent analysis with planimetry, qPCR,

ELISA and immunofluorescence.
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Left: Macroscopic wound pictures taken at POD5 showed a

delayed wound healing rate in the mice exposed to exogenous

testosterone therapy (i.e., OVX/+T and OVX/+2T). Right:

Wound planimetry data. Pairwise comparisons revealed 2T

injections led to 24.9% and 24.7% increases in macroscopic

wound area relative to SHAM and OVX/-T, respectively (p =

.004; p = .001).
qPCR gene expression profiles of mouse wound tissue.

Relative expression levels of cytokine (TNFa, VEGFa,

TGF-B1, MIF, CXCL1, IFNy, IL6), extracellular matrix

(Collagen 1, Col 3, aSMA, FN-1), cell phenotype (F4/80,

ARG1, NOS2, FOXP3, CD4) and androgen receptor

related genes (AR) (n = 12; p < 0.05).

Immunofluorescent staining of mouse skin wound with M1 and M2 markers.

Representative image of multiplex immunofluorescence staining with F4/80,

NOS2, ARG1, and DAPI for XX/OVX/-T (A/C) and XX/OVX/+2T (B/D). F4/80

iARG1s pan macrophage marker, NOS2 is M1 macrophage (inflammation

phenotype) marker, is M2 macrophage (regeneration phenotype) marker, DAPI is

nuclear marker. Scale bars: top=200μM; bottom=20μM. (E-G) IF quantification

for F4/80, NOS2, and ARG1. (n = 4; * p < .05).

Results

Conclusion


